Isolation and genetic characterization of an environmental Vibrio cholerae O1 from the Amazon is reported.
Vibrio cholerae is a ubiquitous bacterium of aquatic ecosystems and some of its strains are the etiological agents of the Asian cholera disease. It is classified into 206 serogroups (O1-O206) on the basis of an outer-membrane O antigen and, further, into biotypes -e.g. El Tor and Classical -considering several biochemical and genomic markers (1, 2) . The ongoing cholera seventh pandemic, as well the previous one, and most of the cholera epidemics up to date, is due to V. cholerae from the O1 serogroup. 
